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The point of our project is to shed light on the dangers of antimicrobial resistance by
computing the bacteria MRSA, and its ability to resist a specific antibiotic. The purpose is to
collect data on how quickly MRSA adapts to the antibiotics we administer to them. We will be
testing multiple variables like, the amount administered, the rate at which the bacteria multiplies

and the rate at which its offspring develops resistance to the antibiotics.

We will be conducting this experiment by using the code program NetLogo. By modeling
the variables stated, as well as using the “turtles’, it will show how MRSA develops resistance.
This data will produce an equation that represents our findings. We will expect to show the state
at which Staph became resistant. This will provide a somewhat accurate hypothesis for what will

come and a way to watch antibiotic resistance for the future of healthcare.

Thus far the search for information on MRSA has come to a close as our team is well
equipped to start the coding process. We have researched the bacteria MRSA, the antibiotics
used to treat it, and the antibiotics it has developed a resistance, and will soon be ready to test our

theories.
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